Crystal structure of {6,6 atom has a slightly distorted square-planar geometry [! = 3.91 (5) and 2.04 (7) ] defined by the two phenolate O and two imine N atoms of the tetradentate Schiff base ligand. The dihedral angles between the central phenolate ring and peripheral phenyl rings are 60.5 (2)/70.0 (2) and 86.4 (2)/ 56.1 (2) in molecule A, and 89.43 (19)/18.0 (2) and 63.87 (19)/68.2 (2) in molecule B. The two central phenolate rings are twisted by angles of 19.37 (19) and 19.36 (18) in the two molecules. The packing is stabilized through intraand intermolecular C-HÁ Á ÁO and C-HÁ Á Á interactions, forming chains parallel to the b axis. The tert-butyl groups in one of the two molecules are positionally disordered with a refined occupancy ratio of 0.707 (13):0.293 (13).
*Correspondence e-mail: sunny1689gupta@gmail.com
The mononuclear title complex, [Ni(C 50 H 46 N 2 O 4 )], crystallizes in the triclinic space group P1, with two molecules in the asymmetric unit (Z 0 = 2). Each Ni II atom has a slightly distorted square-planar geometry [! = 3.91 (5) and 2.04 (7) ] defined by the two phenolate O and two imine N atoms of the tetradentate Schiff base ligand. The dihedral angles between the central phenolate ring and peripheral phenyl rings are 60.5 (2)/70.0 (2) and 86.4 (2)/ 56.1 (2) in molecule A, and 89.43 (19)/18.0 (2) and 63.87 (19)/68.2 (2) in molecule B. The two central phenolate rings are twisted by angles of 19.37 (19) and 19.36 (18) in the two molecules. The packing is stabilized through intraand intermolecular C-HÁ Á ÁO and C-HÁ Á Á interactions, forming chains parallel to the b axis. The tert-butyl groups in one of the two molecules are positionally disordered with a refined occupancy ratio of 0.707 (13):0.293 (13).
Chemical context
Transition metal Schiff base complexes with N 2 O 2 donor sets have attracted much attention in material science (Sukwattanasinitt et al., 2003; Thurston et al., 2003) , catalysis (Martín et al., 2015; Gupta & Sutar, 2008; Cozzi, 2004) and in drug design (Sun et al., 2007) . Very recently, a Ni II complex with a tetradentate Schiff base having an oxidized methylene arm has been described (Gupta et al., 2015) . We herein report the synthesis and crystal structure of an Ni II complex with a similar tetradentate Schiff base containing an unoxidized methylene arm.
Supramolecular features
In the crystal, molecules are linked by intramolecular C-HÁ Á ÁO hydrogen bonds. These are further linked into chains extending parallel to the b axis by weak intermolecular C-HÁ Á ÁO and C-HÁ Á Á interactions (Table 1 and Fig. 2 ).
Database survey
A search of the Cambridge Structural Database (CSD, Version 5.35, last update November 2014; Groom & Allen, 2014) for the basic skeleton of this compound gave no hits.
Synthesis and crystallization
An ethanolic solution of NiCl 2 Á6H 2 O (0.474 g, 2.00 mmol) was added dropwise to the stirred hot solution of the tetradentate Schiff base, LH 2 (Gupta et al., 2015) , bis[2-{6-benzoyl-4-tertbutylphenol}benzimidoyl]-1,2-ethane 1.48 g, 2.00 mmol) in The molecular structure of one of the independent molecules (B) of the title compound, showing the atom labelling. Displacement ellipsoids are drawn at the 30% probability level. Table 1 for details). Table 1 Hydrogen-bond geometry (Å , ).
Cg2, Cg4, Cg8, Cg11, Cg13, Cg14 and Cg17 are the centroids of the Ni1/O1A/ C1A/C6A/C18A/N1A, C1A-C6A, C34A-C39A, Ni2/O1B/C1B/C6B/C18B/ N1B, C1B-C6B, C12B-C17B and C34B-C39B rings, respectively. 
Refinement
Crystal data, data collection and structure refinement details are summarized in Table 2 . All H atoms were positioned geometrically and allowed to ride on their parent atoms, with C-H = 0.95-0.99 Å with U iso (H) = 1.5U eq (C) for methyl H atoms and = 1.2U eq (C) for other H atoms. The refined occupancy ratios for the disordered t-butyl groups are 0.707 (13):0.293 (13) for atoms C8A/C9A/C10A and C8C/C9C/ C10C in molecule A. The ISOR restraint and EADP constraint commands in the SHELXL2014 software were used for the disordered atoms. There are voids in the structure of 348 Å 3 due to the packing of the molecules but when these were checked using the SQUEEZE routine (Spek, 2015) an electron count per cell of only one electron resulted, and SQUEEZE was not used to correct for residual electron density within these voids. Computer programs: CrysAlis PRO (Agilent, 2013) , SIR92 (Altomare et al., 1993) , SHELXL2014 (Sheldrick, 2015) , SHELXTL (Sheldrick, 2008) and publCIF (Westrip, 2010) . 108.3 C30B-C31B-C32B 120.1 (4) N2A-C27A-C34A 122.4 (4) C30B-C31B-H31B 119.9 N2A-C27A-C28A 119.1 (4) C32B-C31B-H31B 119.9 C34A-C27A-C28A 118.5 (4) C33B-C32B-C31B 120.7 (5) C33A-C28A-C29A 119.8 (5) C33B-C32B-H32B 119.7 C33A-C28A-C27A 120.8 (4) C31B-C32B-H32B 119.7 C29A-C28A-C27A 119.2 (4) C32B-C33B-C28B 119.5 (4) C28A-C29A-C30A 120.1 (5) C32B-C33B-H33B 120.3 C28A-C29A-H29A 119.9 C28B-C33B-H33B 120.3 C30A-C29A-H29A 119.9 C35B-C34B-C39B 118.8 (3) C31A-C30A-C29A 120.1 (5) C35B-C34B-C27B 120.7 (3) C31A-C30A-H30A 119.9 C39B-C34B-C27B 120.5 (4) C29A-C30A-H30A 119.9 C34B-C35B-C36B 124.3 (3) C32A-C31A-C30A 119.1 (5) C34B-C35B-H35B 117.8 C32A-C31A-H31A 120.5 C36B-C35B-H35B 117.8 C30A-C31A-H31A 120.5 C35B-C36B-C37B 115.6 (4) C31A-C32A-C33A 121.0 (5) C35B-C36B-C40B 120. Symmetry codes: (i) −x+2, −y+1, −z+1; (ii) −x+1, −y, −z; (iii) −x+1, −y+1, −z+1; (iv) −x+2, −y, −z.
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